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Method	 Attempted?	 Results	 Reference	Pretreatment	with	priming	buffer	(remove	extracellular	material	coating	the	cell)	 Yes	(this	study)	 No	change	in	cell	death	 (128)	Pretreatment	with	aphidicolin	(sync	cell	cycle)	 Yes	(this	study)	 No	change	in	cell	death	 (105,	136)	Pretreatment	with	other	cell	cycle	inhibitors	 No	 N/A	 (137)	Vary	amount	of	prey	bacteria	 Yes	(this	study)	 No	change	in	cell	death	 (138)	Vary	media	conditions	and/or	species	of	prey	bacteria	 Yes	(Levin	&	King	2013)	 Produced	“Isolate	B”	with	unique	polymorphisms	compared	to	parental	strain	
(107)	
Vary	length	of	incubation	in	mutagen	 No	 N/A	 (138–140)	Vary	life	history	stage	or	ploidy	 No	 N/A	 (104,	107)	Induce	recombination	during	mutagenesis	 No	 N/A	 (87,	107,	141)	Disrupt	DNA	damage	repair	pathways	 No	 N/A	 (142,	143)	X-ray	mutagenesis	 Yes	(Levin	et	al.	2014)	 40%	reduction	in	cell	number,	produced	several	rosette	defect	mutants	
(106)	
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